Interaction between methionine synthase isoforms and MMACHC: characterization in cblG-variant, cblG and cblC inherited causes of megaloblastic anaemia
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Cover: Functional gene enrichment map of schizophrenia, showing the differential impact in schizophrenia compared with controls of rare deletions that overlap exons. Results are displayed as a network of 70 gene-sets (circles) involving diverse functions, related by mutual overlap (lines). Circle size is proportional to the total number of "support" genes in each gene-set. Line thickness represents the number of genes shared between two gene-sets. Neurodevelopmental and synaptic genes are highlighted. There was a significant degree of functional cluster overlap in a formal cross-disease comparison of this schizophrenia network with known genes for autism. See article by Costain et al., pp. 4485-4501.
